Patient-specific_interpretation of urinany profiles

Hame: Example report Diagnosis:
Participant DOEB: Sample Humber: Example report
Date of anabysis:

Cstimation of urinary specifio gravity [5G) was oarried out by nefractometry. Sample analysi of raw uhine
fractions was conducted using an Agilent 5530 QT0F Mam Spectrometer coupled with an Agilent 1200 series
FELL system ceth UYV-LALD [UStra Veolet - Lhode Array Letsobon) e an Unys O18 moncdrting oo kamn
[100bcImim). Graph [2) shows UV deteotion at 250nm, graph [b) shows UV deteotion at 320nm.

The estimated specific gravity (%G) of this sample was: 1.020 (kgfL).

Results indicate that levels of wrinary frans-indolyl-3-acryloyiglycine (1AG) are
present in this sample as shown by the peak highlighted on graph (a) at 15.505
minutes and confirmed on graph (b) at 15.506 minutes. Confirmation of the
presence of |AG in the sample is provided on graph ic) and (d). Table {g) shows
the relative abundance of IAG delecied in the sample by QTOF Mass
Spectrometry.

Based on the QTOF integrated data for |AG and estimated %G values, the amounk
of |AG estimated to be present in this sample is:

4G abundance icps*) =
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Given the presence of |AG, it would normaly be most pnﬂentﬁt&mpt‘&\
gluten free diet (if it is not already in place) with the purpose of ameliorating
some of the symptoms. Preliminary studies have supgested that levels of 1AG
decrease folowing the use of a gluten free diet {(accompanied by behavioural
improvements in many cases of autism spectrum disorders) after several months
on dietary intervention. We are currently looking at thiE relationship more
closely. There are a number of caveats that may influence the level of any
improvement gained. These include: the chronological age of the person
iyvounger children tend to be best responders) and the level of severity of
behaviours (the more severely affected persons show the most positive effects).

We always advise that you comsult with yowr medical clinician before

implementing any dietary changes.

Sample identification number and participant
details are shown.

An estimate of the specific gravity (5/G) of the
sample is provided.

The presence of IAG indicated by retention time
(in minutes) is indicated on one or both Ultra-
Violet (UV) wavelengths measured.

An estimate of the amount of IAG is shown based
on the abundance value of IAG derived from the
QTOF MS data as a ratio of the sample SG.

Based on the presence of IAG and an estimate
of the amount present a recommendation is
made on whether a gluten-free diet may be
potentially useful or not based on our previous
studies.



Analysis of the sample showed one or more specific targel gluten-derived
peptides listed below to also be present in the sample.

Gluten peptides
Gluten exorphin &5
Gluten exorphin B5 # mass = 595, 2901
Gluten exorphin C

The presence of these peplides prowvides further evidence for the possible
introduction of a gluten-free diel.

Analysis of the sample showed one or more specific target casein-ger

peptides listed below to be possibly present in the sample.

Casein peptides

beta-casomormphin 1-3 amide

beta-casomorphin 1-4 amide

beta-casomorphin 1-4 acetate
beta-casomormphin 1-5 amide* mass = 579.2931
beta-casomorphin 1-5 acetate
beta-casomorphin 1-6 acetate
beta-casomorphin 1-7 acetate

The presence of one or more casein-derived peplides would suggest that a
casein-free diet may also be weful in ameliorating symptoms. Due to the rapid
excretion of casein peptides from the body, we normally suggest an initial trial
period of between 4-5 weels using the casein-free diet. Again, we always advise
that you consult with yvour medical clinician before implementing any distany

changes. ——///

Summary
1. |AG present as largest peak in relevant area.
2. Detection of gluten-derived peplidess
3. Detection of casein-derived peplidess

The presence of one or more gluten-derived
peptides is indicated based on QTOF MS analysis.
Where a particular compound matching the mass
of the peptide/s has been detected, the results
are highlighted. A recommendation is made for
use of a gluten-free diet based on the result.

The presence of one or more casein-derived
peptides is indicated based on QTOF MS analysis.
Where a particular compound matching the mass
of the peptide/s has been detected, the results
are highlighted. A recommendation is made for
use of a casein-free diet based on the result.

A summary is provided on the main findings. Any
decision to implement dietary intervention
should be carried out under the guidance of a
healthcare practitioner
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Sample identification details are provided.

Graph (a) shows truncated results based on UV
data at 280nm. Where IAG is present it will be
indicated and the appropriate peak highlighted.

Various data relating to graph (a) is shown.
This information provides assistance is
ascertaining whether IAG is present as a
significant peak in the profile. This
information may continue on to the next
sheet depending on how many peaks are
identified.
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Feak  [Start  |RT [End Helght [Area Arca a Signal To Moise
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Graph (b) shows truncated results based on UV
data at 320nm. Where IAG is present it will be
indicated and the appropriate peak highlighted.

Various data relating to graph (b) is shown.
This information provides assistance is
ascertaining whether IAG is present as a
significant peak in the profile. This
information may continue on to the next
sheet depending on how many peaks are
identified.
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Feak  |Start  [RT [End Helght [Area Area %o Signal To Noise
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Where compounds that share the same mass as
the target peptides have been isolated by QTOF
MS in the sample, information is provided on the
appearance of the target compound.
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win 3 |Cpd 1: caseomarphin 1,5 amide; +EES] Scan (12,174 min} Frag=100,0 T
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. QTOF MS data shows the accurate mass of the

i compound detected.

. 579.2831
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Graph (c) shows the isolation of IAG based on
QTOF MS analysis.

Graph (d) shows the QTOF MS data of the
accurate mass of the compound detected.

Graph (e) shows the QTOF MS data on mass and
abundance of IAG alongside information about
the chemical formula of the compound and the
detection.
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