
Sample identification number and participant 
details are shown.

An estimate of the specific gravity (S/G) of the 
sample is provided.

The presence of IAG indicated by retention time 
(in minutes) is indicated on one or both Ultra-
Violet (UV) wavelengths measured.

An estimate of the amount of IAG is shown based
on the abundance value of IAG derived from the 
QTOF MS data as a ratio of the sample SG.

Based on the presence of IAG and an estimate 
of the amount present a recommendation is 
made on whether a gluten-free diet may be 
potentially useful or not based on our previous 
studies.



The presence of one or more gluten-derived 
peptides is indicated based on QTOF MS analysis. 
Where a particular compound matching the mass 
of the peptide/s has been detected, the results 
are highlighted. A recommendation is made for 
use of a gluten-free diet based on the result.

The presence of one or more casein-derived 
peptides is indicated based on QTOF MS analysis. 
Where a particular compound matching the mass 
of the peptide/s has been detected, the results 
are highlighted. A recommendation is made for 
use of a casein-free diet based on the result.

A summary is provided on the main findings. Any 
decision to implement dietary intervention 
should be carried out under the guidance of a 
healthcare practitioner



Sample identification details are provided.

Graph (a) shows truncated results based on UV 
data at 280nm. Where IAG is present it will be 
indicated and the appropriate peak highlighted.

Various data relating to graph (a) is shown. 
This information provides assistance is 
ascertaining whether IAG is present as a 
significant peak in the profile. This 
information may continue on to the next 
sheet depending on how many peaks are 
identified.



Graph (b) shows truncated results based on UV 
data at 320nm. Where IAG is present it will be 
indicated and the appropriate peak highlighted.

Various data relating to graph (b) is shown. 
This information provides assistance is 
ascertaining whether IAG is present as a 
significant peak in the profile. This 
information may continue on to the next 
sheet depending on how many peaks are 
identified.



Where compounds that share the same mass as 
the target peptides have been isolated by QTOF 
MS in the sample, information is provided on the 
appearance of the target compound.



QTOF MS data shows the accurate mass of the 
compound detected.

The mass and abundance of the compound is 
provided alongside information about the 
chemical formula of the compound and the 
detection.

Details of various other compounds not included 
in the current analysis are also shown with 
results. At the present time these compounds 
are not relevant to the results provided.



Graph (c) shows the isolation of IAG based on 
QTOF MS analysis.

Graph (d) shows the QTOF MS data of the 
accurate mass of the compound detected.

Graph (e) shows the QTOF MS data on mass and 
abundance of IAG alongside information about 
the chemical formula of the compound and the 
detection.




